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Prepare genomic DNA sample
Randomly fragment genomic DNA
and ligate adapters to both ends of
the fragments.

llumina
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Attach DNA to surface

Bind single-stranded fragments
randomly to the inside surface
of the flow cell channels.
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Bridge amplification
and enzyme to initiate solid-
phase bridge amplification.

Add unlabeled nucle
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Sequence read over multiple chemistry cycles
Repeat cycles of sequencing to determine the se¢
of bases in a given ragment 2 single base ata time,
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SOLID™ substrate

Tornpdate serpanee

Glass slide Cloavage site
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ABI - Solid
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ABI - Solid
5. Repaat steps 1-4 to extend sequence
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ABI - Solid
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ABI - Solid
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ABI - Solid

Double interrogation
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